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The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: 

Source: O//^ j j 

Date Processed by STIC: * / 9 /2o02^ , 

THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT] WAX, 703- 308-4216. 
PATENTIN 2.1 e-mail help; Datin21help@uspto.gov or phone 703-306-41 1 9 (R&W«x)^*..»> 
PATENTIN 3.0 e-mail help: patin3hel0@uspto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.1 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
http://www.uspto.gov/web/offices/pac/checker 

Applicants submitting genetic sequence*jnfomiation electronically on diskette or CD-Rom should be aware that there 

a possibility that the disk/CD-Rom may have been affected by treatment given to all incoming mail. 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom. 

Any reply including a sequence listing in electronic form should NOT be sent to the 2023 1 zip code address for the 

United States Patent and Trademark Office, and instead should be sent via the following to the indicated addresses: 

1. EFS-Bio (<http://www.uspto.gov/ebc/efs/downloads/documents.htm> , EFS Submission 
User Manual - ePAVE) 

2. U.S. Tostal Service: U.S. Patent and Trademark Office, Box Sequence, P.O. Box 2327, Arlington, VA 22202 

3. Hand Carry directly to: 

U.S. Patent and Trademark Office, Technology Center 1600, Reception Area, 7 th Floor, Examiner Name, 
Sequence Information, Crystal Mall One, 1911 South Clark Street, Arlington, VA 22202 
Or 

U.S. Patent and Trademark Office, Box Sequence, Customer Window, Lobby, Room 1B03, Crystal Plaza Two, 
201 1 South Clark Place, Arlington, VA 22202 

4. Federal Express, United Parcel Service, or other delivery service tt>: U.S. Patent and Trademark Office, 
Box Sequence, Room 1B03-Mailroom, Crystal Plaza Two, 201 1 South Clark Place, Arlington, VA 22202 
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3 <110> APPLICANT: Hotten, Gertrud 

4 Neidhardt, Helge 

5 Bechtold, Rolf 

6 Pohl, Jens 

8 <120> TITLE OF INVENTION 

10 <130> FILE REFERENCE: 100564-09021 

12 <140> CURRENT APPLICATION NUMBER: 09/901,556 

13 <141> CURRENT FILING DATE: 1999-08-25 

15 <150> PRIOR APPLICATION 

16 <151> PRIOR FILING DATE 

18 <150> PRIOR APPLICATION 

19 <151> PRIOR FILING DATE 

21 <150> PRIOR APPLICATION 

22 <151> PRIOR FILING DATE 

24 <150> PRIOR APPLICATION 

25 <151> PRIOR FILING DATE 
27 <160> NUMBER OF SEQ ID NOS : 53 
29 <170> SOFTWARE: Patentln version 3.1 

31 <210> SEQ ID NO: 1 

32 <211> LENGTH: 1207 
<212> TYPE: DNA 
<213> ORGANISM: Homo sapiens 
<400> SEQUENCE: 1 

accgggcggc cctgaaccca agccaggaca ccctccccaa acaaggcagg 
gactgtgacc ccaaaaggac agcttcccgg aggcaaggca cccccaaaag 



02/07/2002 
13:35:1$ 




Does Not Comply 
Corrected Diskette Needed 



GROWTH/DIFFERENTIATION FACTORS OF THE TGF-B FAMILY 



NUMBER: 08/289, 222 

1994-08-12 
NUMBER: DE P 44 23 190.3 

1994-07-01 
NUMBER: EPO 92102324.8 

1992- 02-12 

NUMBER : PCT/EP 9 3/0 0350 

1993- 02-12 
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49 
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57 
59 
61 
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ctacagcccg 
caggatctgt 

ccccagctcc ttcctgctga agaaggccag ggagcccggg cccccacgag agcccaagga 



ctctcgctgt acaggacgct 
ttggaggctg gcctggccaa 
ggtcccgtgg tcaggaagca 
ctgctggggg ccgagctgcg 
gcccccggag gcgggcgggc 



gccgtttcgc ccacccccca tcacacccca cgagtacatg 
gtccgatgct gacagaaagg gaggcaacag cagcgtgaag 
caccatcacc agctttattg acaaagggca agatgaccga 
gaggtacgtg tttgacatta gtgccctgga gaaggatggg 
gatcttgcgg aagaagccct cggacacggc caagccagcg 
tgcccagctg aagctgtcca gctgccccag cggccggcag ccggcctcct tgctggatgt 
gcgctccgtg ccaggcctgg acggatctgg ctgggaggtg ttcgacatct ggaagctctt 
ccgaaacttt aagaactcgg cccagctgtg cctggagctg gaggcctggg aacggggcag 
ggccgtggac ctccgtggcc tgggcttcga ccgcgccgcc cggcaggtcc acgagaaggc 
cctgttcctg gtgtttggcc gcaccaagaa acgggacctg ttctttaatg agattaaggc 
ccgctctggc caggacgata agaccgtgta tgagtacctg ttcagccagc ggcgaaaacg 
gcgggcccca ctggccactc gccagggcaa gcgacccagc aagaacctta aggctcgctg 
cagtcggaag gcactgcatg tcaacttcaa ggacatgggc tgggacgact ggatcatcgc 
accccttgag tacgaggctt tccactgcga ggggctgtgc gagttcccat tgcgctccca 
cctggagccc acgaatcatg cagtcatcca gaccctgatg aactccatgg accccgagtc 
cacaccaccc acctgctgtg tgcccacgcg gctgagtccc atcagcatcc tcttcattga 
ctctgccaac aacgtggtgt ataagcagta tgaggacatg gtcgtggagt cgtgtggctg 
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77 caggtag 

80 <210> SEQ ID NO: 2 

81 <211> LENGTH: 2272 

82 <212> TYPE: DNA 

83 <213> ORGANISM: Homo sapiens 

85 <400> SEQUENCE: 2 

86 caaggagcca tgccagctgg acacacactt cttccagggc ctctggcagc caggacagag 
88 ttgagaccac agctgttgag accctgagcc ctgagtctgt attgctcaag aagggccttc 
90 cccagcaatg acctcctcat tgcttctggc ctttctcctc ctggctccaa ccacagtggc 
92 cactcccaga gctggcggtc agtgtccagc atgtgggggg cccaccttgg aactggagag 
94 ccagcgggag ctgcttcttg atctggccaa gagaagcatc ttggacaagc tgcacctcac 
96 ccagcgccca acactgaacc gccctgtgtc cagagctgct ttgaggactg cactgcagca 
98 cctccacggg gtcccacagg gggcacttct agaggacaac agggaacagg aatgtgaaat 
100 catcagcttt gctgagacag gcctctccac catcaaccag actcgtcttg attttcactt 
102 ctcctctgat agaactgctg gtgacaggga ggtccagcag gccagtctca tgttctttgt 
104 gcagctccct tccaatacca cttggacctt gaaagtgaga gtccttgtgc tgggtccaca 
106 taataccaac ctcaccttgg . ctactcagta cctgctggag gtggatgcca gtggctggca 
108 tcaactcccc ctagggcctg aagctcaagc tgcctgcagc caggggcacc tgaccctgga 
110 gctggtactt gaaggccagg tagcccagag ctcagtcatc ctgggtggag ctgcccatag 
112 gccttttgtg gcagcccggg tgagagttgg gggcaaacac cagattcacc gacgaggcat 
114 cgactgccaa ggagggtcca ggatgtgctg tcgacaagag ttttttgtgg acttccgtga 
116 gattggctgg cacgactgga tcatccagcc tgagggctac gccatgaact tctgcatagg 
118 gcagtgccca ctacacatag caggcatgcc tggtattgct gcctcctttc acactgcagt 
120 gctcaatctt ctcaaggcca acacagctgc aggcaccact ggagggggct catgctgtgt 
122 acccacggcc cggcgccccc tgtctctgct ctattatgac agggacagca acattgtcaa 
124 gactgacata cctgacatgg tagtagaggc ctgtgggtgc agttagtcta tgtgtggtat 
126 gggcagccca aggttgcatg ggaaaacacg cccctacaga agtgcacttc cttgagagga 
128 gggaatgacc tcattctctg tccagaatgt ggactccctc ttcctgagca tcttatggaa 
130 attaccccac ctttgacttg aagaaacctt catctaaagc aagtcactgt gccatcttcc 
132 tgaccactac cctctttcct agggcatagt ccatcccgct agtccatccc gctagcccca 
134 ctccagggac tcagacccat ctccaaccat gagcaatgcc atctggttcc caggcaaaga 
136 cacccttagc tcacctttaa tagaccccat aacccactat gccttcctgt cctttctact 
138 caatggtccc cactccaaga tgagttgaca caaccccttc ccccaatttt tgtggatctc 
140 cagagaggcc cttctttgga ttcaccaaag tttagatcac tgctgcccaa aatagaggct 
142 tacctacccc cctctttgtt gtgagcccct gtccttctta gttgtccagg tgaactacta 
144 aagctctctt tgcatacctt catccatttt ttgtccttct ctgcctttct ctatgccctt 
146 aaggggtgac ttgcctgagc tctatcacct gagctcccct gccctctggc ttcctgctga 
148 ggtcagggca tttcttatcc ctgttccctc tctgtctagg tgtcatggtt ctgtgtaact 
150 gtggctattc tgtgtcccta cactacctgg ctaccccctt ccatggcccc agctctgcct 
152 acattctgat tttttttttt tttttttttt tgaaaagtta aaaattcctt aattttttat 
154 tcctggtacc actaccacaa tttacagggc aatatacctg atgtaatgaa aagaaaaaga 
156 aaaagacaaa gctacaacag ataaaagacc tcaggaatgt acatctaatt gacactacat 
158 tgcattaatc aatagctgca ctttttgcaa actgtggcta tgacagtcct gaacaagaag 
160 ggtttcctgt ttaagctgca gtaacttttc tgactatgga tcatcgttcc tt 

163 <210> SEQ ID NO: 3 

164 <211> LENGTH: 401 

165 <212> TYPE: PRT 

166 <213> ORGANISM: Homo sapiens 
168 <400> SEQUENCE: 3 
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267 385 390 395 400 

270 Arg 

274 <210> SEQ ID NO: 4 

275 <211> LENGTH: 352 

276 <212> TYPE: PRT 

277 <213> ORGANISM: Homo sapiens 
279 <400> SEQUENCE: 4 
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365 Val Lys Thr Asp lie Pro Asp Met Val Val Glu Ala Cys Gly Cys Ser 

366 340 345 350 

369 <210> SEQ ID NO: 5 

370 <211> LENGTH: 265 

371 <212> TYPE: DNA 

372 <213> ORGANISM: Homo sapiens 

374 <400> SEQUENCE: 5 

375 catccagcct gagggctacg ccatgaactt ctgcataggg cagtgcccac tacacatagc 60 
377 aggcatgcct ggtattgctg cctcctttca cactgcagtg ctcaatcttc tcaaggccaa 120 
379 cacagctgca ggcaccactg gagggggctc atgctgtgta cccacggccc ggcgccccct 180 

3 81 gtctctgctc tattatgaca gggacagcaa cattgtcaag actgacatac ctgacatggt 24 0 
383 agtagaggcc tgtgggtgca gttag 265 

386 <210> SEQ ID NO : 6 

387 <211> LENGTH: 139 

388 <212> TYPE: DNA 

389 <213> ORGANISM: Homo sapiens 

391 <400> SEQUENCE: 6 

392 catcgcaccc cttgagtacg aggctttcca ctgcgagggg ctgtgcgagt tcccattgcg 60 
394 ctcccacctg gagcccacga atcatgcagt catccagacc ctgatgaact ccatggaccc 120 
396 cgagtccaca ccacccacc 139 

399 <210> SEQ ID NO : 7 

400 <211> LENGTH: 27 

401 <212> TYPE: DNA 

402 <213> ORGANISM: Homo sapiens 

404 <400> SEQUENCE: 7 

405 atgaactcca tggaccccga gtccaca 27 

408 <210> SEQ ID NO: 8 

409 <211> LENGTH: 30 

410 <212> TYPE: DNA 

411 <213> ORGANISM: Homo sapiens 

413 <400> SEQUENCE: 8 

414 cttctcaagg ccaacacagc tgcaggcacc 30 

417 <210> SEQ ID NO: 9 

418 <211> LENGTH: 9 

419 <212> TYPE: PRT 

420 <213> ORGANISM: Homo sapiens 
422 <400> SEQUENCE: 9 

4 24 Met Asn Ser Met Asp Pro Glu Ser Thr 
425 1. 5 

428 <210> SEQ ID NO : 10 

429 <211> LENGTH: 10 

430 <212> TYPE: PRT 

431 <213> ORGANISM: Homo sapiens 
433 <400> SEQUENCE: 10 

435 Leu Leu Lys Ala Asn Thr Ala Ala Gly Thr 

436 1 5 10 

439 <210> SEQ ID NO: 11 

440 <211> LENGTH: 44 

441 <212> TYPE: DNA 
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<210> SEQ ID NO 11 
<211> LENGTH: 44 
<212> TYPE: DNA 
<2] 

^22 0>) FEATURE : 
<<22^/ OTHER INFORMATION: : 
<400> SEQUENCE: 11 

agaattcgca tgccatggtc gacgaagctt tttttttttt tttt 44 



LENGTH: 44 

ORGANISM :CA rtificial Sequence ) y$JJ( ^jUr*— //(/VI ^n/wa/^-^^ 



<210> SEQ ID NO 12 
<211> LENGTH: 24 

<212> TYPE: DNA — ~~ — 
<gJU*\ ORGANISM: (^Artificial Sequence) 

223^ OTHER INFORMATION: : 
<*UT)> SEQUENCE: 12 

agaattcgca tgccatggtc gacg 24 



C2 2 0>\ FEATURE: 




VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/901,556 



DATE: 02/07/2002 
TIME: 13:35:20 



Input Set : A:\100564-0.9021.txt 

Output Set: N:\CRF3\02072002\I901556.raw 
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Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID# : 11 
Mandatory Feature missing, <220> FEATURE: 
Mandatory Feature missing, <223> OTHER INFORMATION: 

Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID# : 12 
Mandatory Feature missing, <220> FEATURE: 
Mandatory Feature missing, <223> OTHER INFORMATION: 

Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID#:16 
Mandatory Feature missing, <220> FEATURE: 
Mandatory Feature missing, <223> OTHER INFORMATION: 

Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID#:32 
Mandatory Feature missing, <220> FEATURE: 
Mandatory Feature missing, <223> OTHER INFORMATION: 
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